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Abstract. The article presents the results of studies of the species 
composition of phytopathogens of winter soft wheat grain affected by ear 

fusarium. For the first time, studies were conducted using a complex of 
electron microscopic, molecular genetics, and mycological methods. The 

species F. graminearum dominated in all samples (frequency of occurrence 
42.8%). The species F. avenaceum (23.3%), F. sporotrichioides and F. 
equiseti (8.8% each) were noted with high frequency. Next in descending 
order of frequency of occurrence: F. oxysporum, F. boothii, F. poae, F. 
proliferatum, F. accumatum, F. incarnatum, F. vorosii, F. tricinctum, F. 

cerealis, F. sambuticum. For the first time, 7 species were found for the 
plain zone of the Pre-Caucasus: F. equiseti, F. boothii, F. vorosii, F. 
cerealis, F. sporotrichioides, F. oxysporum, F. incarnatum. 
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2 Materials and methods 
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3 Results and Discussion 

No Species of fungi of the genus Fusarium Frequency of occurrence, % 

1 F. graminearum 82 

2 F. poae 11 

3 F. avenacium 2 

4 F. tricinctum 1 

5 F. culmorum 1 

6 F. virticilioides 2 

7 F. accuminatum 1 

No 
Species of fungi of 

the genus Fusarium 

Number of isolates / 

frequencies of occurrence, % 

1 F. graminearum 77/ 42.8 

2 F. avenacium 42/23.3 

3 F. equiseti 16/8.8 

4 F. sporotrichioides 16/8.8 

5 F. oxysporum 7/3.9 

6 F. boothii 5/2.8 

7 F. poae 3/1.7 

8 F. proliferatum 3/1.7 

9 F. accuminatum 3/1.7 

10 F. incarnatum 2/1.1 

11 F. vorosii 2/1.1 

12 F. tricinctum 2/1.1 

13 F. cerealis 1/0.6 

14 F. sambuticum 1/0.6 
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Variety 
Species composition of fungi of the genus Fusarium 

Externally diseased Externally healthy 

Batko 

F. graminearum, F.avenacium, 

F. oxysporum, F.cerealis, 

F. incarnatum, F. equiseti 

F. sporotrichioides, F. poae, 

F.vorosii, F. sambuticum 

F. graminearum, F.avenacium, 

F. sporotrichioides, F. equiseti 

F. accuminatum, F. boothii, 

Dorota 

F. graminearum F. avenacium 

F. proliferatum, F. equiseti, 

F. sporotrichioides 

F. avenacium, F. proliferatum 

F. equiseti, F. sporotrichioides, 

F. incarnatum, F. tricinctum, 

Gor F. graminearum, F. oxysporum, F. equiseti, F. boothii, 

of the β
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4 Conclusion 

Epicoсcum
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